(A) Methylation of the RASSF7 promoter. Analysis of the methylation status of the 5 CpG island associated with the RASSF7 gene was carried out using COBRA (combined bisulfite restriction analysis). The full-length PCR product was 206 bp and complete digestion with BstUI would generate products less than 86 bp. Efficient enzyme activity is indicated by complete digestion of plasmid DNA (positive control). No methylation was observed in any of the cancer cell lines analysed (20 lung, 12 breast, eight colorectal, eight kidney, five glioma and four neuroblastoma). Data from ten cell lines are presented. Sequencing of samples identified the correct PCR product and confirmed the unmethylated state. (B) Expression of RASSF7 protein in mitosis. HeLa cell lysates were enriched with M-phase cells through nocodazole treatment (75 ng/ml) for 18 h followed by mitotic shake off. There was no significant change in RASSF7 protein expression levels. Expression of the positive control, active histone H3 expression, increased as expected. **P<0.01 compared with corresponding controls.
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